Broad GDAC pancreas adenocarcinomas (N=184; 3 pages)
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Figure 1A. Mutations in PAAD (pancreas) cancers in the Broad GDAC data.
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MSK cBioPortal pancreas adenocarcinomas (N=766)
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Figure 1B. Mutations in PAAD cancers in the MSK cBioPortal data.
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AACR Genie pancreas adenocarcinomas (N=1973)
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Figure 1C. Mutations in PAAD cancers in the AACR Genie data.



Broad GDAC lung adenocarcinomas (corrected; N=523)
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Corrected Figure 2A. Mutations in LUAD (lung) cancers in the Broad GDAC data.



MSK cBioPortal lung adenocarcinomas (N=890)
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Figure 2B. Mutations in LUAD cancers in the MSK cBioPortal data.



AACR Genie lung adenocarcinomas (N=7429)
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Figure 2C. Mutations in LUAD cancers in the AACR Genie data.



Broad GDAC colon adenocarcinomas (N=347)
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MSK cBioPortal colon adenocarcinomas (N=132; 3 pages)
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Figure 3B. Mutations in COAD cancers in the MSK cBioPortal data.
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Broad GDAC rectal adenocarcinomas (N=121)
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Figure 4A. Mutations in READ (rectal) cancers in the Broad GDAC data.

- Counts

7n
140
150
110
62/0
1/6
3na
1/6
54/51
1116
1418
1918
1714

1213

28727



MSK cBioPortal rectal adenocarcinomas (N=327)
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Figure 4B. Mutations in READ cancers in the MSK cBioPortal data.



AACR Genie rectal adenocarcinomas (N=1021)
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Figure 4C. Mutations in READ cances in the AACR Genie data.
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inomas (N=1378)
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Figure 5B. Mutations in COADREAD cancers in the AACR Genie data.
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